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Human GIT2 qPCR Primer Pair
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QH07293S Human GIT2 qPCR Primer Pair 200X
FEamiE T
» Human GIT2 qPCR Primer Pair, EJAGIT2 qPCR5I¥/xf, F2HTHETSYBR GreenffJqgPCR. One-Step qRT-PCREsemi-

>

quantitative PCR, A5 [¥ AL, ZidqPCREIE. FURAIG WX,
gPCR (Quantitative PCR)B1E&PCR, WFRLH %% E B PCRE LM £ B PCR (Real-time quantitative PCR), SZHfPCR
(Real-time PCR), 2 —M{EDNAY 18R MdFEAH, DS ERNE SR AR N (PCR)IEING W&, qPCRE
FHF R 775 2SYBR GreenZ5 e e ReRERIREHE, SYBR GreenZ Wt RliE BT AR, JERERIIDNAL & Yokl
SYBR Green§ A IIPCRIGFE TR AIPCRY H/~¥); iMiiREH1%(Probe method), WHEBHFATaqMantREHE, NMEATEH
B, TR R AR 3 K EE A (Quencher) ARIE I DNATREHT U@ I PCRAGI Y B AR 41 (1,2]0

XTFSYBR GreenfF4uklz, 5IMEXREE, KARFS W= MRAEZ KL ML ER, RAETFEFFEIRIE, Rk
fF, VHERES, 5IMRERERAERK, qPCREGERISE; AFRI5 1PN —BHATESSMNE T (Span exon junctions), MG T X
HFZADNA (gDNA)MIYHE[3,4]; ARFINSIWr=RdEEFEE, JLPFES TITE AFV/MNEBER; 5190 Tm{EZ160°C, KEZH
I =Y (Amplicon) UK EZ190-160bp, R = KIETRELE A& ME 5@ G Y2 & (Primer Panel/Primer Array),
RFEFNTIRE TR, B8 SERSY (Forward primer, AR L5 19)fl @519 (Reverse primer, WA RiiF5147) %
1nmol, #2nmol, ~&EEEES(Nuclease-free), HFEINA400plBAKIARK2.5uM each, BRI, 1%20ulsk25ulikZ
M2ul51Y, AF=&EER DA T200/RgPCRE S,
Gene Information

Gene Name GIT ArfGAP 2
Gene Symbol GIT2
Synonyms PKL; CAT2; CAT-2
Organism Human
Gene ID 9815
UniProt ID Q14161

Main Accession No. NM_057169
NM_001135213, NM_001135214, NM_014776, NM_057169, NM_057170, NM_139201,
NM_001330153, NM_001330154, NM_139201.1, NM_139201.2, NM_057169.1,
NM_057169.2, NM_057169.3, NM_057169.4, NM_014776.1, NM_014776.2, NM_014776.3,
Other Accession No. NM_014776.4, NM_057170.1, NM_057170.2, NM_057170.3, NM_057170.4,
NM_001135213.1, NM_001135213.2, NM_001135214.1, NM_001135214.2, BC001379,
BC001379.2, BC014223, BC039880, BE646544, BMS557270, BP871813, BT007312,
NM_057170.5, NM_014776.5, NM_001135213.3, NM_001135214.3, NM_057169.5
Map Location 12g24.1

Pathway Regulation of Actin Dynamics Signaling Pathway
This gene encodes a member of the GIT protein family, which interact with G protein-
coupled receptor kinases and possess ADP-ribosylation factor (ARF) GTPase-activating
protein (GAP) activity. GIT proteins traffic between cytoplasmic complexes, focal
adhesions, and the cell periphery, and interact with Pak interacting exchange factor
beta (PIX) to form large oligomeric complexes that transiently recruit other proteins.
GIT proteins regulate cytoskeletal dynamics and participate in receptor internalization
and membrane trafficking. This gene has been shown to repress lamellipodial
extension and focal adhesion turnover, and is thought to regulate cell motility. This
gene undergoes extensive alternative splicing to generate multiple isoforms, but the
full-length nature of some of these variants has not been determined. The various
isoforms have functional differences, with respect to ARF GAP activity and to G protein-
coupled receptor kinase 2 binding. [provided by RefSeq, Sep 2008]

Gene Summary




Amplicon Information

Amplicon Length (bp) | 132
NCBI mRNA ID NM_057169.5
NCBI Protein ID NP_476510.1

Ensembl Transcript ID | ENST00000355312.8

Ensembl Gene ID ENSG00000139436.22

Ensembl mRNA ID GIT2-202
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QHO07293S Human GIT2 qPCR Primer Pair 1nmol each
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PCRY ™ W) K L ] RE 2RI 22 IR ) 17 15 2 M BT s A P 22 5
BIRARIN 5= R AR 4, (BB BGHIT IR RhZ(Melt curve) 7347 DARREY 18 S M IR 1, AR IAE — M@t

2R (Ot Bz IR IR R EEDNA I TmAE), BRI~ —r=8); RSERmZ BN, Zlgsizigils, mJRe2s5Y)
CRASARR Y R, FAERKADNAG R, XA I R, BB E A SRR AR (No template control, NTC),
BIVE I 1 2 B S BRASAR AS NI I 2 53, ARAERE AR FLRITEBASON IR LI I R 22 57, AT 7 725 [ —RIR s e
HUAERE S PED I
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R NARZAFAEY W= Pi5 5, HEEE ARG R qPCR Mix,
AR T LW AR, M TIRRZEERY, MEAT MBS, MIFRTEBETN,
NTIERZZRGERE, EFRRIRHF R TERE.

fERFE:
1. PCRIZMARILLHE :

a.

FFIEA G, 3000-8000 X gl 14354, DABGFF &IN5 ¥R 8. BB MA400ulBaiK, SEEirE FEERSIER, &
JEEONPREEOLR, FAHEEEREREWITIRS, 154000l 2.5uM eachfyPrimer Mix, #B4i/K#fE#E # F BeyoPure™
Ultrapure Water (DNase/RNase-Free, Sterile) (ST876),

AR IR S PCR N i & #i7&. SYBR Green qPCR Mix 552 2l IR G B T ks LBk &EWN, HEFFEH
BeyoFast™ SYBR Green gqPCR Mix (2X) (D7260/D7262/D7265). BeyoFast™ SYBR Green One-Step qRT-PCR Kit
(D7268). BeyoFast™ SYBR Green qPCR Mix (2X, Fii544!) (D7501/D7503/D7507)8BeyoFast™ SYBR Green One-Step
qRT-PCR Kit (Bji544%) (D7509),

SE FREZRIVKIB LIRBPCREMIAR, PLI6FLIRFIBeyoFast™ SYBR Green gPCR Mix (2X) 44,

Reagent Volume for One PCR Reaction
SYBR Green qPCR Mix (2X) 10ul
Primer Mix (2.5uM each) 2ul
Template DNA 2ul
RNase-Free Water 6ul
Total Volume 20ul

d.

e.

F1: @ES LR E0.2-0.5uM eachi I3RS RAFHIRETIRER, AT RIEEMAE0.1-1.0uM eachyEREINTE%ES 197112
WP,

H2: JEHEDNABRKEDLII-10ng cDNAKNSERE, KARRYFIEERSSE N HNERRE NEORE, WELE, Ak
R BB TR MR, DU E BB 8, RT-PCRIXNSZIMICDNAE B/ B, HimErREgs
PCR & M AR 10%.

3 96FLIRIHEREE R M AR ZR 201, AT DURIESCRRSER TR R, L@l Rekigs/ M MIA R,

H4: EUOLE AR BH M R,

R R SRR REIATIRS S M VortexiR S, ERBE LR, HRAERTER, #FHHBeyoFuge™ BB LR B Ol
(EEX, 2500rpm) (E6758) A THIEHE L,

B BIFIWPCRI M E B PCRR MR B T5tE BPCRIN L, JFihw BPCRR M,

2. PCRIRPIFEF:
fEReal-time PCRMVRTHATERAMATIIAENE, HBEIRENISC 2708, & halm GORMIE Y IE KN HIE5-107 8, A7
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ABI QuantStudio™ 6 Flex#Z Y E&PCRIX A :

® a0 TR

f.

B R E RN, FARIE L BIOR BRSO BAA R, BRI iRgPCR, WK =2 1%qPCR, *
JEh—4:72°C 308, RtifsEE 5D,

WA E: 95°C 25344,

P 95°C 158;

IRKFEM: 60°C 15-30%D;
HEPEbND Be, EIL40ME,

TR £ AT (RE) -

95°C 15#), 60°C 158, 95°C 15%;

P BPCRIUR BERIAR T2 R
E: DLEXBINERIQPCRR MRS, NHSH, KRN AFRBAR, 51 RIEHE AR T =

SE R
. Marilynn R Fairfax, Hossein Salimnia. Molecular Diagnostics. 2010. Pages 3-14.
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1. AZ5I94:

T S e AR (2ES
QHO00001 Human ACTB gqPCR Primer Pair 200/1000/5000¢%
QHO00005 Human B2M gPCR Primer Pair 200/1000¢X
QHO00009 Human GAPDH qPCR Primer Pair 200/1000/5000¢X
QHO00013 Human GUSB gPCR Primer Pair 200/1000¢%
QHO00017 Human HCK gPCR Primer Pair 200/1000¢X
QH00021 Human HMBS gPCR Primer Pair 200/1000¢X
QH00025 Human HPRT1 gPCR Primer Pair 200/1000X
QHO00029 Human HSP90AA1 gqPCR Primer Pair 200/1000¢X
QHO00033 Human HSP90AB1 qPCR Primer Pair 200/1000¢%
QHO00037 Human LDHA gPCR Primer Pair 200/1000¢%
QH00041 Human NONO gPCR Primer Pair 200/1000¢X
QH00045 Human PGK1 gPCR Primer Pair 200/1000/X
QH00049 Human PPIA qPCR Primer Pair 200/1000¢X
QHO00053 Human RPL30 qPCR Primer Pair 200/1000¢X
QHO00057 Human RPLP0 qPCR Primer Pair 200/1000/5000¢X
QH00061 Human RPLP1 qPCR Primer Pair 200/1000¢%
QH00065 Human SDHA qPCR Primer Pair 200/1000¢X
QH00069 Human TBP qPCR Primer Pair 200/1000X
QH00073 Human TFRC gPCR Primer Pair 200/1000X
QHO00077 Human YWHAZ qPCR Primer Pair 200/1000¢X
QH00081 Human PPIH qPCR Primer Pair 200/1000¢%
QH00085 Human RPL13A qPCR Primer Pair 200/1000¢%
QHO00089 Human TUBB gPCR Primer Pair 200/1000/5000¢X
QH00093 Human RNA18S5 qPCR Primer Pair 200/1000¢X

T¥: #FHERHGAPDH, RPLPO. ACTB. TUBBHIB2M{E NS
RNA18SS{ENNZ, MIBBNHEMLERUR, LIRS (iyn]2

2. /NEAAZFIPIX

Bﬁ@)ﬂ [5-6],

, BANRIX =2 ToTRiH R S

Aok, AL f# AT HPRT18L

P RS 7 AR (2B
QM00002 Mouse Actb qPCR Primer Pair 200/1000/5000¢X
QMO00006 Mouse Rplp0 qPCR Primer Pair 200/1000/5000{%
QM00010 Mouse B2m qPCR Primer Pair 200/1000¢X
QM00014 Mouse Gapdh qPCR Primer Pair 200/1000/5000¢%
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QMO00018 Mouse Hck gPCR Primer Pair 200/1000¢%
QM00022 Mouse Hmbs qPCR Primer Pair 200/1000¢X
QMO00026 Mouse Hprt qPCR Primer Pair 200/1000/X
QMO00030 Mouse Hsp90ab1l qPCR Primer Pair 200/1000/X
QM00034 Mouse Hsp90aal qPCR Primer Pair 200/1000¢X
QMO00038 Mouse Ldha qPCR Primer Pair 200/1000¢%
QMO00042 Mouse Pgkl qPCR Primer Pair 200/1000¢%
QMO00046 Mouse Rn18s qPCR Primer Pair 200/1000¢X
QMO00050 Mouse Rpl30 qPCR Primer Pair 200/1000¢X
QMO00054 Mouse Thp qPCR Primer Pair 200/1000/X
QMO00058 Mouse Tfrc qPCR Primer Pair 200/1000¢X
QMO00062 Mouse Rpl13a qPCR Primer Pair 200/1000¢%
QMO00066 Mouse Tubb4a qPCR Primer Pair 200/1000/5000¢%
QM00070 Mouse Ywhaz qPCR Primer Pair 200/1000¢X
QMO00074 Mouse Nono qPCR Primer Pair 200/1000/X
QMO00078 Mouse Rplpl qPCR Primer Pair 200/1000/X
QM00082 Mouse Ppih qPCR Primer Pair 200/1000¢%
QM00086 Mouse Sdha qPCR Primer Pair 200/1000¢%
QMO00090 Mouse Gusb qPCR Primer Pair 200/1000¢%
QMO00094 Mouse Ppia qPCR Primer Pair 200/1000¢X

¥ HEMHGapdh. Rplp0. Actb. TubbMIB2mfEAANS, (HUIERX=FLEHELRTR, TR FEHAHprt1siRn18s
TERNS, IREHERSERICER, EIRS Y22 H[5-6],
3. H[KIZDNA (gDNA)5 ¥4 (F T gDNAjG Betaill) :

7 g S P AR %
QHO00101 Human HGDC Primer Pair 200/1000¢X
QMO00098 Mouse MGDC Primer Pair 200/1000¢X

i£: To obtain reliable qPCR data, genomic DNA contamination should be tested by qPCR with genomic DNA
contamination primer pair [7]o
4. SYBR Green qPCR Mix M AE#1:

7 S 2 B A TR 2k
D7260 BeyoFast™ SYBR Green qPCR Mix (2X) 1/5/25ml
D7262 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX) 1/5/25ml
D7265 BeyoFast™ SYBR Green qPCR Mix (2X, High ROX) 1/5/25ml
D7268 BeyoFast™ SYBR Green One-Step qRT-PCR Kit 100/500{%
D7501 BeyoFast™ SYBR Green qPCR Mix (2X, [fji544%!) 1/5/25ml
D7503 BeyoFast™ SYBR Green gPCR Mix (2X, Low ROX, Fji5 %) 1/5/25ml
57507 BeyoFast™ SYBR Green qPSj) Mix (2X, High ROX, Biji5 4 1/5/25ml
D7509 BeyoFast™ SYBR Green One-Step qRT-PCR Kit ([}i75 4+%) 100/500%K

FASAO011-1pc BeyoGold™ & IE IR /4%
FSF002 WIE & PCR A ERIE(ABIS3 %) 207 /6%
FSF035-100pcs BeyoGold™# . E & PCR £ A IR (FE 5UY) 1007 /0%
FSF039-20pcs BeyoGold™ 7 7E = PCR A EI AR (B, Iﬂ‘l:lﬁ%) 207 /0%
FSF039-100pcs BeyoGold™»&E & PCRA AR (B, #1457 4E) 100y /futs
FTUB325-1box BeyoGold™ qPCR/\HFE (0.2ml, “F-55, %) 125HF/&
FTUB325-10bxs BeyoGold™ qPCR/\BtHEE (0.2ml, “F-2& liﬁﬂ) 1258/, 108 /48
FTUB333 wWHEEZEPCRAIGTLIR (ABIJFZE) 204 /E3E
FTUB384 SOLE B PCRAI3844LAR (ABLS ) 205 /%
FTUB335-1box BeyoGold™# K E & PCRAII6FLAR(0.2ml, JotRid, 1#EHA) 100N /8
FTUB335-5bxs BeyoGold™Z i &PCRAI6FLAR(0.2ml, otz #EHH) 101N/ &, S&/5
FTUB337-1box BeyoGold™# )& & PCRAI96FLAR (0.2ml, 4R34, iEHA) 104N/&
FTUB337-5bxs BeyoGold™Ze 5t B PCRAI6FLIR(0.2ml, 4712, EHH) 10N/ &, 5E/F8
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